The title compound, C 27 H 18 N 4 OÁ2CH 4 O, is a unsymmetrically substituted quinoxaline. An intramolecular O-HÁ Á ÁN hydrogen bond involving the hydroxy and imino groups generates an S(6) ring motif. Intermolecular C-HÁ Á ÁO and N-HÁ Á ÁO hydrogen bonds form an R 2 1 (7) ring motif involving a methanol O atom and two H atoms of the imidazole and benzene rings, respectively. The latter links neighbouring molecules into one-dimensional extended chains along the a axis. The two benzene rings are inclined towards each other, as indicated by the dihedral angle of 52.13 (10) . The phenol ring is almost coplanar with the basic quinoxaline unit, making a dihedral angle of 2. 43 (6) . The short distances between the centroids of the five-and six-membered rings prove the existence of -interactions [centroid-centroid distances = 3.5234 (9)-3.7885 (10) Å ]. The crystal structure is stabilized by intramolecular O-HÁ Á ÁN, intermolecular O-HÁ Á ÁO, N-HÁ Á ÁO and C-HÁ Á ÁO (Â 2) hydrogen bonds and weak intermolecular C-HÁ Á Á and -interactions.
Related literature
For hydrogen-bond motifs, see: Bernstein et al. (1995) . For bond-length data, see: Allen et al. (1987) . 
Experimental
Crystal data Table 1 Selected centroidÁ Á Ácentroid distances (Å ).
Cg1Á Á ÁCg1 Symmetry code: (i) Àx þ 1; Ày; Àz þ 1. Cg1, Cg2, Cg3 and Cg4 are the centroids of the N1/N4/C7/C8/C15, N2/N3/C11-C14, C1-C6 and C8-C15 benzene rings, respectively.
Table 2
Hydrogen-bond geometry (Å , ).
O2-H1O2Á Á ÁO3 et al., 2004) . The widely prescribed quinoxaline antibiotics are found to bind specifically by bisintercalation to double-stranded DNA (Addess et al., 1993) and to enhance peptide nucleic acid (PNA) binding to it (Mollegaard et al., 2000) , stimulating the research on the DNA-interactive ligands. In addition, some disubstituted quinoxaline derivatives have been found as potent antagonists of the quisqualate and kainate receptors on neurones of the central nervous system. To the best of our knowledge, this compound is the first quinoxaline with both phenol and imidazole substituents. In view of the importance of these organic ligands, the title compound (I) was synthesized and its crystal structure is repoted here.
The bond lenghts and angles are in normal ranges (Allen et al., 1987 ). An intramolecular O-H···N hydrogen bond involving the hydroxy and the N atom of the imidazole group generate S(6) ring motif (Bernstein et al. 1995 ). An inter- 
Experimental
A mixture of (E)-2-((5-amino-2,3-diphenylquinoxalin-6-ylimino)methyl) -phenol (418 mg, 1 mmol) in 20 ml of dichloromethane was added to a 20 ml methanolic solution of CoCl 2 . 6H 2 O (238 mg, 1 mmol). The reaction mixture was stirred under heating/boiling condition for 1 h. After cooling, the brown crystalline products was filtered, washed with ethanol and ether and then dried at room temperature.
Refinement
The H-atoms attached to O1 and N4 were located from the difference Fourier map and refined freely. The H-atoms attached to O2 and O3 were located from the difference Fourier map and then costrained to ride on the parent atoms with an isotropic displacement parameter 1.5 times that of the parent atom. The rest of the hydrogen atoms were positioned geometrically [C-H = 0.93 -0.96 Å] and refined using a riding model. A rotating-group model was applied for the methyl groups.
sup-2 Primary atom site location: structure-invariant direct methods Extinction correction: none
Special details
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